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3'UTR of hfol2. The A at position 1 corresponds to position 
1354 on the cDNA. 



FIGURE 




FIGURE 5 

10 20 30 40 50 

MOUSE PRO. AMI 1 gRflpcglfflffl gEgg ftCR-A BEEHglfljGL E|ASHQAAHI flBWllGSBRBq 50 

HUMANPRO. AMI 1 BkQanByQQ QQ^^FL BvANBeOJEI KJER^KDVQ VgnWSRfcflg 50 
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MOUSE PRO. DNA 101 CACACATTTC CCCTTTGCAC ATTCAGTCTG TATAGGTTAT TTCTATAGGA 150 

HUMAN PRO. DNA 101 TA-AAATTAA GGGGATATAC AGAAAAGTCA TAGGAAATCA GGTTAAAGAC 150 
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MOUSEPRO.DNA 151 GAAAAAAAAT ATTCAAATTC CTTGTGCACT G-GTAACAGG CATGAAGGCT 200 
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MOUSEPRO.DNA 801 TTACAAACAG ATGAGAGACA CACACAGAGA ATCCATTTAA AGAGCGGACC 8 50 

HUMANPRO. DNA 801 TTTCAAGTAG ATGAAGCAAA AGT-CAACTG CAATAGTCAG AAAGCTGTAC 850 

860 870 880 890 900 
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